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Following publication of the original article [1], the 
author reported that Fig. 6B and 6C were repeated. The 
correct Figure is included here and the original article 
has been updated.
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Fig. 6 Diagnostic value of the five hub genes in identifying normal and breast cancer tissues. The ROC curve revealed that the mRNA levels of these five 
genes exhibited excellent diagnostic efficiency for breast cancer and adjacent tissues. (a) TPX2, (b) KIF2C, (c) CDCA8, (d) BUB1B, (E) CCNA2
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